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Crystal Screening with the @®-® Jena Bioscience
Protein CryStal Glue TEW . Building Blocks of Life

The XP Screen is a convenient initial screen that has successfully induced protein crystalliza-

tion with low TEW concentrations such as 1 mMB. In some cases however, higher concentration
of 5 or 10 mM TEW are needed.

The XP Up Screen is an upgrade of the well-established XP Screen. It contains 96 of the most
prominent screening solutions that are long-term stable in the presence of up to 10 mM TEW.

Advantages of XP Screens

= Convenient initial screening with up to 10 mM TEW

= Improved crystal quality and resolution

= Tight crystal contacts

= New crystal forms (e.g to provide access to binding pockets)

= Direct phasing
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Figure from [1].
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XP Screen CS-350 96 screening conditions with 1 mM TEW
XP Up Screen CS-351 96 screening conditions to be upgraded with up to 10 mM TEW
Anderson-Evans polyoxotungstate (TEW) X-TEW-5 Additive for optimization
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The Anderson-Evans Polyoxotungstate [Tew,0,,

(TEW) is a universal and flexible crys-
tallization additivel” that is integrated in our XP Screens. It was shown to improve crystal
quality and resolution by:

= binding to the protein surface and forming tight crystal lattice contactsi”

= acting as linker in various orientations and thereby creating either smaller
(PDB: 40UA) or larger (PDB: 4PHI) protein-protein distancesB*

= heterogeneous crystallization of two different protein forms in one single crystal
(PDB: 40UA)

= inducing new crystal forms with access to the active site (PDB: 6ZDK, 6ZDL, 6ZFA)E!

= covalently binding and structurally adapting to fit into protein molecules
(PDB: 4712, 4713)2
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Figure from [1].
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°§)vio/ \?o\ /o = Centrosymmetric, inorganic cluster

o ,!,\ / \w./\o_ = Disk-shaped ion [TeW, 0,1

(o) / Te\ / 3 8
\w\ \ (o1 = Dimensions: 9 x 9 x 3 A®
o// \o 0\ o—vlv\ = MW: 1.615 g/mol (ion)
o \\0 . . . .
-o/ \ 5 = Highly soluble in aqueous solutions (100 mM) and stable over a wide pH range
0

= 6 tungsten atoms provide strong anomalous scattering signal for phasing

Figure 2: Chemical structure of TEW.
Figure from [7].
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